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Cytochrome b-245, (199) 159 
Cytochrome b-559, (203) 31 
Cytochrome b-c, complex, (195) 298 
Cytochrome b cycle, (194) 176 
Cytochrome bf complex, (203) 31 
Cytochrome b6/f-complex, (206) 233 
Cytochromec, (194) 73; (198) 119; (199) 155; (200) 303; (206) 15; 
(207) 239 
Cytochrome cr, (204) 247 
Cytochrome-c oxidase, (4) 1; (195) 145; (199) 155; (202) 229; 
(204) 251; (207) 89 
Cytcchrome c reductase, (195) 145 
Cytochrome o, (194) 115 
Cytochrome oxidase, (197) 239; (198) 125; (203) 41; (206) 154 
Cytochrome P-448, (198) 225 
CytochromeP-450, (196) 59; (197) 17; (199) 19; (205) 35; 
(207) 217 
Cytochrome P-450-linked monooxygenase, (195) 87 
Cytochrome P-450-oxygenase ystem, (195) 87 
Cytodifferentiation, (204) 121 
Cytoduction, (195) 159 
Cytolytic factor, (198) 25 
Cytoplasmic protein, (195) 275 
Cytoskeleton, (202) 117; (204) 107; (206) 273; (207) 110 
Cytotoxicity, (204) 208; (205) 143 
Dansylaminophenyl isothiocyanatederivative, (198) 150 
3Deazaadenosine, (204) 243 
3’-Deazaadenosine, (201) 287 
Decarboxylation, (195) 242 
Deglycosylation, (196) 344, (206) 353; (207) 213 
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Disialoganglioside, (201) 109 
Distamycin A analog, (195) 203 
Disulfide, (196) 284 
Disulfide bond, (200) 149 
Disulfide bridge, (204) 297 
Disulfidecrosshnk, (195) 235 
Dithiol, (196) 284 
Diuresis, (206) 3 13 
Diurnal rhythm, (195) 344 
Diuron, (206) 9 
Divalent cation, (196) 39 
DNA, (201) 311; (207) 231 
DNA alteration, (196) 296 
DNA-binding protein, (194) 235; (200) 107; (206) 25; (206) 323 
DNA bending, (195) 53 
DNA clone, (204) 107 
DNA curvature, (195) 53 
DNAdamage., (194) 317; (204) 266 
DNA degradation, (194) 347 
DNA-DNA hybridization, (195) 187 
DNA-histone binding, (194) 69 
DNA hybridization, (206) 329 
DNA methylation, (197) 149 
DNA methyltransferase, (197) 149; (207) 75 
DNA nicking, (200) 107 
DNA polymerase, (207) 205 
DNA polymerase I, (194) 245 
DNA primam, (194) 245 
DNA-protein crosslinking, (194) 69 
DNA rearrangement, (197) 3 11 
DNA recognition, (195) 48; (195) 203 
DNA replication, (206) 189 
DNA-RNA hybrid, (206) 189 
DNAsequence,(194)327;(197)89;(197) 121;(200)87;(203) 185 
DNA sequence analysis, (201) 74 
DNA sequence rearrangement, (197) 93 
DNA sequencing, (195) 61; (206) 29; (206) 154 
DNA strand break, (206) 151 
DNA structure, (195) 53 
DNA supercoiling, (197) 93 
DNA synthesis, (195) 309; (197) 344, (198) 33; (203) 279 
amyloplast DNA, (201) 315 
chloroplast DNA, (196) 17 1 
closed circular DNA, (198) 339 
complementary DNA, (199) 187; (203) 111; (206) 347 
genomic DNA, (204) 307; (205) 341 
kinetoplast DNA, (195) 53 
recombinant DNA, (194) 343 
repetitive DNA sequence, (206) 323 
spc DNA, (207) 115 
T-DNA gene, (198) 357 
viral DNA, (198) 339 
cDNA, (194)224;(194)327;(195)97;(196) 108;(196) 113; 
(197) 305; (198) 16; (198) 344, (202) 282; (203) 25; (205) 56; 
(205) 235; (206) 33; (206) 36; (207) 145; (207) 217 
cDNAcloning,(194) 161;(195) 199;(195)220;(1%)315; 
(200) 317; (202) 97; (204) 288; (205) 313 
cDNA deduced precursor, (200) 1 
cDNA nucleotide sequence, (201) 237 
cDNA sequence, (196) 23; (200) 103 
mtDNA, (198) 92; (207) 79 
rDNA, (195) 187 
Degranulation, (198) 3 15 
Dehydratase, (202) 274 
3Dehydroquinate synthase, (200) 11 
Delayed luminescence, (200) 139 
Delipidation, (200) 343 
Dementia, (198) 164 
Demethoxylation, (205) 293 
Demethylation, (205) 293 
Denaturation, (196) 361 
Denitrification, (205) 333 
I-Deoxy-D-glucose, (194) 126 
Deoxyhemoglobin, (199) 254 
Deoxyinosine oligonucleotide, (205) 56 
Deoxyoligonucleotide, (198) 240 
Depolarization, (196) 34 
Depolymerixation, (198) 221 
Desensitization, (198) 21; (199) 113; (205) 189 
Desferrioxamine, (201) 291 
Destabilization, (195) 313 
Desulfation, (196) 5 
Desulfatohirudin, (202) 373 
Detergent, (194) 210; (200) 343 
Detoxication, (202) 137; (203) 207; (205) 47 
Deuterated phospholipid, (199) 33 
Deuteration, (194) 165; (199) 100 
Deuterium exchange, (197) 239 
Development, (194) 224; (204) 101 
Dextran sulfate, (199) 254 
Diabetes, (196) 341; (205) 215 
Diacylglycerol, (195) 347; (195) 352; (196) 365; (200) 337; 
(206) 309 
Diacylglycerol kinase, (201) 97 
Diacylglycerol lipase, (204) 377 
Diacylphosphatidylcholine, (195) 38 
Diagnosis, (195) 1; (195) 247 
Diamine oxidase, (206) 111 
N-(4-Diazophenyl)maleimide, (202) 197 
1,3Dibromoacetone, (196) 284 
Diethylprocarbonate, (207) 276 
Difference absorption spectrum, (194) 205 
Difference Fourier method, (197) 105 
Differential splicing, (207) 287 
Differentiation, (203) 279; (204) 117; (205) 97; (206) 99; (207) 271 
Differentiation-inducing factor, (207) 271 
Differentiation-inducing protein, (200) 107 
a-Difluoromethylomithine r sistance, (206) 106 
Diglyceride, (201) 1 
Dihydrofolate reductase., (194) 165; (199) 61 
l,CDihydropyridine, (197) 204; (202) 331 
1,25-Dihydroxyvitamin D,, (205) 113 
Dimer, (204) 269 
Dimethylsuberimidate, (197) 192 
2,4_Dinitrophenylhydrazine, (206) 11 I
Dinucleotide synthesis, (200) 287 
1,2-Diolein, (198) 203 
Dioleoylphosphatidylcholine, (203) 91 
Dipahnitoylphosphatidylcholine, (203) 91 
Diphosphatidylglycerol, (195) 323 
Dipyridamol, (201) 124 
Direct expression, (198) 16 
Disc-to-vesicle transition, (201) 205 
Discrimination, (195) 174 
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DNase I, (197) 179; (198) 221 
Dolichol, (203) 153; (205) 25 
Dolichyl oligosaccharide, (195) 77 
Domain, (204) 223 
Domain organization, (202) 298 
Domain structure, (205) 20 
Dopamine, (198) 99; (203) 77 
Dopamine-p-hydroxylase, (202) 37 
Dot-blot hybridization, (194) 224 
Double-pulse xcitation, (196) 198 
DN~ efflux, (195) 275 
Drug-enzyme interaction, (199) 61 
Drug-resistance domain, (195) 159; (207) 79 
Drug targeting, (196) 54; (198) 155; (201) 321; (203) 203 
DSC, (197) 221 
Dual regulation, (203) 20 
Dye intermediate, (198) 130 
Dye-ligand chromatography, (202) 274 
Ectopic synthesis, (198) 71 
Ectotherm, (198) 251 
Edman degradation, (194) 333 
Edman-type reagent, (198) 150 
EDTA, (195) 209 
EGF receptor, (206) 319 
Elastase, (195) 265 
Elastase inhibitor substitution, (204) 83 
Elastin, (195) 261 
Electrical permeabilixation, (205) 185 
Electrical stimulation, (206) 292 
Electrochromic bandshift, (202) 361 
Electroelution, (196) 274 
Electrofitsion, (196) 79; (202) 367; (205) 171 
Electrogenic pump, (204) 228 
Electromagnetic field, (199) 130 
Electron acceptor, (195) 290; (198) 130; (203) 225 
Electron acceptor competition, (205) 333 
Electron donor, (198) 130 
Electron microscopy, (196) 75; (197) 74; (197) 79; (197) 225; 
(205) 35 
Electron transfer, (194) 115; (194) 176; (200) 303; (203) 220; 
(206) 15; (206) 157 
Electron transfer flavoprotein, (195) 92 
Electron transport, (199) 12; (200) 298; (201) 198; (205) 155 
Electrophoresis, (194) 96; (194) 297; (205) 92; (205) 219 
Electroporation, (199) 217; (205) 171 
Electropore, (205) 171 
Electrostatic interaction, (203) 139; (206) 64; (207) 7 
ELISA, (200) 123; (205) 5 1 
Elongation factor Ts, (202) 7 
Elongation factor Tu, (195) 220; (197) 192; (202) 7 
Elongation factor Tu function, (196) 103 
Emphysema, (204) 83 
Encephalitis virus, (200) 3 17 
End-group analysis, (196) 121 
Endo-B-N-acetylglucosaminidase Hz, (203) 64 
Endoglycosidase treatment, (205) 92 
Endonexin, (203) 99 
Endopeptidase, (201) 5 
Endoplasmic reticulum, (196) 291 
Endoribonuclease, (205) 210 
Endospetm protein, (207) 105 
49 
Endothelium, (198) 155 
Endotherm, (198) 25 1 
Endotoxin, (204) 213 
&Endotoxin, (198) 283 
Energyconservation,(l94) 176 
Energy-linked transhydrogenase., (200) 133 
Energy metabolism, (199) 12; (200) 128; (200) 210 
Energy minimization, (197) 289 
Energy partitioning, (195) 48; (195) 203 
Energy profile, (204) 261 
Energy transduction, (204) 17; (206) 157 
Energy transfer, (206) 93 
Enhancer, (203) 169; (204) 5 
Enkephalin, (198) 245 
Enterocyte, (206) 87 
Enthalpy, (196) 175; (197) 221 
Entner-Doudoroff pathway, (196) 207 
Entomocidal crystal, (198) 283 
Entropy, (196) 175 
Enzymatic synthesis, (196) 357 
Enzyme IIf”, (194) 12 
Enzyme II-, (194) 12 
Enzyme activation, (200) 347; (203) 247 
Enzymeactivity, (194) 297; (195) 38; (198) 225; (199) 193; 
(202) 361; (205) 66 
Enzyme adsorption, (204) 223 
Enzyme assay, (203) 169 
Enzyme association, (201) 267 
Enzyme catalyst, (206) 213 
Enzyme characterization, (203) 69 
Enzyme cluster, (204) 125 
Enzyme conformation, (205) 205 
Enxymecrystal, (199) 179 
Enzyme deficiency, (203) 49 
Enzyme degradation, (197) 183 
Enzyme evolution, (194) 253 
Enzyme immunoassay, (202) 197 
Enzyme inactivation, (196) 263; (202) 202 
Enzymeinduction, (196) 145; (205) 127 
Enzymeinhibition,(195)28;(196)71;(196)341;(197) 8 ;
(202) 63; (202) 323; (203) 131; (205) 333 
Enzyme inhibitor, (195) 235; (195) 265; (196) 160; (196) 269; 
(197) 111; (198) 145; (202) 277; (204) 83 
Enzyme-inhibitor complex, (199) 49 
Enzyme kinetics, (196) 337; (198) 353; (203) 3 
Enzyme mechanism, (196) 361 
Enzyme organization, (201) 267 
Enzyme purification, (202) 32; (206) 208 
Enzyme stability, (203) 41 
Enzyme stimulation, (194) 210 
Enzyme structure, (196) 121; (197) 225 
Enzyme subunit, (206) 287 
Enzyme therapy, (195) 101 
Epidermal growth factor, (197) 344; (203) 181 
Epldermolytic toxin, (194) 309 
Epinephrine, (200) 47; (201) 27 1 
Epoxidation, (200) 71 
Epoxide, (207) 127 
EPR, (194) 322; (195) 151; (197) 253; (197) 281; (203) 36; 
(205) 275; (206) 4; (206) 238 
Epstein-Barr virus, (197) 353 
Ergosterol, (204) 239 
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Erythrocyte, (196) 44, (197) 321; (198) 80; (198) 155; (206) 64; 
(207) 7 
Erythrocyte cytoskeleton, (201) 306 
Erythrocyte ghost, (205) 171 
Erythrocyte lipid, (196) 25 1 
Erythrocyte membrane, (194) 21; (197) 234; (198) 311; (206) 115 
Eseroline, (201) 190 
ESR, (201) 119; (201) 158; (201) 296; (202) 235; (203) 153; 
(205) 25 
Estradiol, (195) 269 
Estradiol-17/I, (196) 309 
Estrogen, (194) 151 
Estrogen receptor, (195) 269 
Ethanol, (196) 59 
Ethanol consumption, (200) 210; (200) 217 
Ethanol effect, (194) 183 
Ethanol withdrawal, (200) 210; (200) 217 
Ethanolamine nd, (204) 261 
Ethanolamine kinase, (202) 217 
S-Ethanolcysteine, (204) 61 
S-Ethylcysteine, (204) 61 
N-Ethylmaleimide, (195) 215 
Eukaryotic initiation factor 3, (205) 179 
Evolution, (194) 227; (198) 1; (199) 139; (200) 193; (201) 69; 
(202) 207; (202) 295; (203) 25; (204) 129; (204) 307; (204) 313 
Excimer, (207) 177 
Excitation-contraction coupling, (197) 1; (202) 69 
Excitation energy distribution, (202) 175 
Excitation transfer, (200) 144 
Exciton transfer, (198) 256 
Exercise training, (194) 56 
Exocytosis, (196) 349; (197) 274; (201) 137; (201) 173; (207) 222 
Exoglucanase, (196) 29 1 
S-3’-Exonuclease, (194) 245 
Exorphin, (196) 223 
Experimental metastasis, (202) 122 
Explant culture, (201) 114 
Expression, (207) 217 
Expression vector, (204) 83; (204) 331 
Extracellular matrix, (197) 55; (201) 210 
F(ab’), fragment, (201) 321 
FAD, (202) 327 
Fast kinetics, (206) 93 
Fast protein liquid chromatography, (200) 149 
Fast-to-slow conversion, (200) 352 
Fat oxidation, (201) 129 
Fatty acid, (196) 247; (198) 51; (202) 314 
Fe EPR signal, (205) 275 
Fe(III) octaethylporphyrin, (197) 253 
Ferredoxin, (194) 322; (195) 87; (206) 249 
Ferricyanide, (200) 265 
Ferritin, (199) 85 
Ferrochelatase, (197) 17 
Fertilization, (195) 347; (206) 353 
FeS protein, (206) 233 
Fetuin, (204) 257 
Fibrinogen, (202) 298 
Fibrinogen fragment, (197) 59 
Fibroblast, (197) 344; (199) 155 
Fibroblast growth factor, (195) 309, (204) 203 
Fibronectin, (195) 82; (196) 325; (201) 210; (204) 318; (207) 145 
Fibronectin gene clone, (207) 287 
Filaggrin, (194) 309 
Filament monomer, (200) 355 
Fl - , (206) 20 
Flagellar motor, (196) 193 
Flanking peptide, (196) 5; (204) 386 
Flash absorption spectroscopy, (196) 198 
Flash photolysis, (198) 130 
Flavivirus protein, (200) 3 14 
Flavoprotein, (203) 127; (206) 243 
Flavoprotein fluorescence, (195) 92 
Flip-Flop, (198) 3 11 
Flow cytometry, (194) 347; (196) 65 
Flow linear dichroism, (197) 217; (200) 322 
Fluorescein, (197) 274 
Fluorescence, (195) 17; (196) 215; (198) 268; (198) 273; (198) 301; 
(202) 1; (203) 54; (207) 234 
Fluorescence polarization, (198) 307 
Fluorescent marker, (205) 341 
Fluorescent probe, (194) 3 13 
Fluorometry, (205) 25 
FMN, (202) 327 
Folding intermediate, (198) 217; (200) 149 
Follicle-stimulating hormone, (199) 242 
Footprinting, (202) 289 
Formate, (205) 287 
Formyl group, (197) 239 
Formyl peptide, (197) 21; (201) 15 
Forskolin, (195) 115; (196) 131; (199) 113; (205) 185 
Forskolin affinity column, (206) 213 
Fourier transform infrared spectroscopy, (201) 151 
FPLC, (196) 211 
FPr, (194) 12 
Fragment Dr.. (202) 298 
Free radical, (195) 65 
Free sulfhydryl group, (195) 235 
Freeze-fracture, (201) 205 
Fructose transport, (194) 12 
Fructose-l,dbisphosphatase, (200) 169; (200) 347; (201) 193 
Fructose-1,6-bisphosphate ldolase, (196) 25 1 
Fructose 2,6_bisphosphate, (201) 129 
D-Fructose 2,6-bisphosphate, (201) 262 
Functional domain, (202) 182 
Functional region, (204) 51 
Fura-2, (195) 23; (203) 15; (207) 95 
Furosemide sensitivity, (197) 297 
Fusion, (202) 127; (205) 171 
Fusion protein, (197) 199 
.Fusogenic agent, (206) 115 
G-protein, (197) 305; (198) 5; (203) 87; (206) 36; (207) 187 
G, phase, (203) 175 
Galactosamine, (194) 6 
Galactose, (207) 258 
&Galactosidase, (194) 343 
/I-D-Galactosidase, (202) 197 
Galactosylation, (203) 203 
Galanin, (201) 327 
Ganglio-series ganglioside, (198) 66 
Ganglioside, (205) 5 1; (206) 223 
Ganglioside GT3, (196) 259 
Gap junction, (205) 56 
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Gas chromatography, (195) 323 
Gas-phase sequencer Adenylate kinase, (202) 303 
Gastric acid secretion, (198) 32 1; (200) 18 1; (201) 225; (206) 203 
Gastric mucosal cell, (204) 352 
Gastrin, (195) 272; (205) 147; (205) 318; (206) 203 
Gastrointestinal peptide, (202) 187 
GC-MS, (204) 29 
GDP, (205) 230 
GDP binding, (195) 12 
GDP exchange, (202) 7 
Gelation, (195) 68 
Gelation mechanism, (204) 33 
Gelsolin, (202) 117 
Gene, (203) 82 
Gene cloning, (206) 329 
Gene conversion, (196) 96 
Genedosage, (196) 171 
Gene duplication, (206) 47 
Gene expression, (194) 151; (194) 343; (198) 56; (201) 251; 
(201) 315; (202) 373; (204) 101 
Gene expression regulation, (198) 61 
Gene homology, (206) 147 
Gene linkage, (204) 1 
Gene product, (196) 301 
Gene structure, (194) 249; (195) 179; (195) 185; (199) 145; 
(204) 77; (204) 3 18 
Gene subfamily, (201) 74 
aroB Gene, (200) 11 
CH Gene, (196) 96 
D15 Gene, (195) 61 
env Gene variability, (199) 145 
fix Gene, (200) 186 
nif Gene 
oli2 Gene, (207) 79 
pnt Gene, (200) 23 
psbA Gene, (198) 56 
ras Gene, (197) 134 
rpoB Gene, (200) 87 
tufA Gene, (197) 315 
uvrC Gene, (198) 61 
Geneticcode, (194) 131 
Gestation, (194) 219 
Gibberellic acid, (198) 349 
Gibberellin, (202) 27 
Glioma-associated ganglioside, (201) 109 
Globin, (205) 219 
Glucagon, (195) 106; (197) 159; (200)47; (201) 133; (201) 193; 
(201) 271; (203) 25; (204) 198; (205) 109; (207) 42 
b-(1,3)-Glucan, (197) 50 
&Glucanase, (198) 349 
Glucocorticoid, (207) 42 
Glucokinase, (194) 39 
Gluconeogenesis, (194) 56; (194) 219; (196) 59; (197) 159 
Glucosamine, (194) 6 
Glucose, (200) 169; (200) 2 17 
Glucosegradient, (200) 210; (200) 217 
Glucose metabolism, (194) 292; (196) 207 
Glucose transport, (195) 303; (201) 119 
Glucose uptake, (205) 255 
D-Glucose, (194) 126; (200) 67 
D-Glucose dehydrogenase, (194) 121 
D-Glucose transport, (194) 183 
[UJ3C]Glucose, (204) 29 
Glucose&phosphatase, (201) 1; (202) 32 
Glucose&phosphate dehydrogenase, (201) 105 
Glucosidase I, (206) 208 
Glutamate, (194) 78; (207) 63 
Glutamateglyoxylate aminotransferase, (201) 20 
Glutamine uptake, (207) 63 
y-Glutamyltranspeptidase, (194) 33; (204) 302 
Glutathione, (197) 115; (200) 347; (202) 240 
Glutathione conjugation, (203) 207 
Glutathione disulfide, (200) 128 
Glutathione peroxidase, (202) 137; (207) 23 1 
Glutathione reductase, (202) 102 
Glutathione release, (202) 137 
Glutathione transferase, (203) 207; (207) 23 1 
Glutehn, (202) 145; (206) 33 
Glutelin precursor, (206) 33 
Glyceraldehyde-3-phosphate dehydrogenase, (202) 19; (206) 339 
Glycerol 3-phosphate oxidation, (206) 1 
Glycerolipid, (202) 133 
Glycine cleavage, (207) 18 
Glycine-extended gastrin, (196) 15 1 
Glycine oxidation, (207) 18 
Glycoconjugate, (196) 65 
Glycogen, (195) 344; (200) 210; (200) 217 
Glycogen metabolism, (194) 85; (202) 49; (203) 253 
Glycogen phosphorylase, (195) 344 
Glycogen repletion, (204) 29 
Glycogen synthase, (198) 194; (200) 47; (205) 1 
Glycogenolytic hormone, (203) 25 
Glycolysis, (196) 167; (201) 129; (204) 373 
Glycopeptide, (201) 237 
Glycoprotein, (194) 28; (195) 1; (195) 73; (195) 247; (204) 57; 
(206) 218; (206) 353 
Glycoprotein biosynthesis, (195) 77 
Glycoprotein synthesis, (201) 114 
Glycosome, (199) 237 
Glycosphingolipid, (205) 5 1 
Glycosylation, (202) 59; (203) 64 
N-Glycosylation site, (196) 3 15 
Glyoxalase, (202) 240 
Glyoxylate metabolism, (201) 20 
Glyoxysome, (205) 337 
Gm allotypic marker, (196) 96 
cyclic GMP, (199) 121; (200) 51; (203) 11; (203) 44; (204) 177 
cyclic GMP metabolism, (203) 73 
cyclic GMP phosphodiesterase, (204) 288 
Gossypol, (199) 237; (200) 169 
PPGPP, (202) 3 19 
GQ 1 b ganglioside, (20 1) 229 
Gramicidin A, (204) 261 
Green bacteria, (199) 234 
Growth, (201) 105 
Growth factor, (197) 339; (200) 1; (200) 63; (202) 207; (203) 175; 
(205) 77; (207) 142 
Growth hormone, (202) 133; (203) 77; (204) 141; (205) 15 
Growth hormone-releasing hormone, (203) 77 
Growth inhibition, (203) 87 
Growth stimulation, (204) 233 
GTP, (202) 267; (205) 230 
GTP analog, (198) 43 
GTP-binding protein, (195) 225; (196) 155; (198) 164, (200) 91; 
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I$-Hexanedimaleimide, (196) 284 
Hexokinase, (194) 39; (198) 292 
Hexose uptake, (205) 11 
High-mobility group protein, (197) 179 
Hinge bending, (196) 36 1 
Hirudin, (202) 373 
Histidine-rich glycoprotein, (194) 242 
Histone, (197) 217; (199) 164 
Histone antibody, (200) 123 
Histone Hl, (200) 123 
Histone H 1 subtype, (194) 267 
Histone Hl variant, (194) 282 
Histone H3, (194) 278 
Histone H4, (194) 69 
Histone HS, (194) 267 
Histone-like protein, (205) 195 
Histone octamer, (199) 89 
HLA complex, (204) 1 
wo, (195) 151 
HO; formation, (197) 249 
I-JO2 production, (199) 19 
Holeburning, (200) 237 
Homo-glutathione, (205) 47 
Homo-phytochelatin, (205) 47 
Homoeo box, (194) 263 
Homologous recombination, (197) 3 11 
Homology, (194) 245 
Hordein, (200) 76 
j?-Hordothionin, (200) 103 
Hormonal regulation, (198) 194; (203) 253 
Hormonal sensitivity, (202) 260 
Hormone, (200) 1 
Hormone action, (196) 49; (196) 126 
Hormone precursor, (195) 179 
Hormone receptor, (199) 198; (207) 187 
Hormone secretion, (203) 77 
Honnonogenic domain, (207) 302 
HPLC, (195) 17; (196) 5; (196) 203; (199) 23; (199) 259; (202) 187; 
(202) 211; (202) 303; (204) 141; (204) 203; (205) 318; 
(206) 253; (207) 142; (207) 280 
HPr, (194) 12 
HTLV, (199) 145 
HTLV-I, (196) 301 
HTLV-III, (197) 84 
Human lymphotropic virus, (200) 327 
Human type interferon, (196) 145 
HUSI-I, (199) 43 
Hyaluronic acid, (203) 273 
Hybrid hemoglobin, (206) 253 
Hybrid protein, (199) 187; (200) 18 
Hybrid selection, (205) 219 
Hybridization, (194) 161; (200) 275; (204) 37 
Hydrazone, (206) 111 
Hydrogen bonding, (201) 1 
Hydrogen peroxide, (200) 283; (202) 137; (203) 235 
Hydrogenase, (197) 225; (201) 158; (203) 59 
Hydropathy profile, (200) 81 
Hydroperoxidase reaction, (202) 202 
Hydroperoxyeicosatetraenoic acid, (204) 293 
Hydroperoxyfatty acid, (202) 202 
Hydrophobic effect, (201) 119 
Hydrophobic interaction, (194) 301 
(200) 333; (203) 44; (203) 135; (204) 183; (207) 28; (207) 296 
GTPAMP phosphotransferase, (202) 303 
GTPase, (196) 279; (202) 63 
GTPyS, (202) 41 
Guanine nucleotide, (198) 85; (199) 57; (205) 215 
Guanine nucleotide-binding protein, (196) 279; (200) 275; 
(205) 161; (206) 20 
Guanine nucleotide regulatory protein, (207) 253 
Guanyl nucleotide, (196) 155 
Guanylatecyclase, (194) 210; (199) 121; (203) 44, (203) 73 
H7, (203) 267 
Hf channel, (197) 125 
H+ pumping, (194) 16 
‘HJH exchange, (197) 125 
Half-nucleosome, (199) 89 
Halobacteria, (195) 77; (199) 151 
Halophilic class I aldolase, (199) 15 1 
Halophilic ribosomal protein, (194) 227 
Halotolerance, (202) 141 
Haplotype, (196) 96 
Haptoglobin binding, (204) 336 
HCO; transport, (202) 141 
HDL, (194) 343; (202) 309; (204) 381 
HDL-binding protein, (199) 265 
Heat shock, (195) 169; (200) 117 
Heat-shock protein, (207) 149 
Heavy meromyosin, (197) 154 
Heavy metal, (205) 47 
Heavy metal-binding peptide, (197) 115 
Helical conformation, (202) 349 
Helical interruptions, (206) 29 
Helix-destabilizing protein, (194) 245 
Helix formation, (196) 175 
Helix interaction, (204) 9 
Hemagglutinin, (202) 127; (202) 153 
Heme, (199) 80; (206) 343 
Heme iron, (199) 80 
Heme-linked ionizable group, (202) 229 
Heme protein, (202) 245 
Heme-protein iron release, (201) 291 
Hemocyanin, (204) 147 
Hemoglobin, (196) 44; (196) 353; (202) 337 
Hemoglobin Fenton catalyst, (201) 291 
Hemolysin, (204) 33 1 
Hemopexin, (199) 249 
Hemopexin isolation, (199) 80 
Hemopexin receptor, (199) 80 
Hemoprotein synthesis, (198) 225 
Heparan sulfate proteoglycan, (206) 304 
Heparin, (194) 242; (195) 209 
Heparin binding, (202) 207 
Heparin-binding site, (194) 242 
Heparin-Sepharose affinity chromatography, (204) 203 
Hepatocarcinogenesis, (206) 229 
Hepatocyte, (205) 56; (194) 219; (196) 274; (204) 198 
Hepatoproliferation, (204) 302 
Herbicide, (206) 9; (200) 139 
Herbicide binding, (205) 269 
Herbicide resistance, (207) 234 
Heterobifunctional crosslinking agent, (202) 197 
Heterogeneity, (197) 84; (197) 89; (203) 104 
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Hydrophobic peptide, (206) 304 
CHydroxyalk-2-enal, (203) 207 
Hydroxyapatite crystal, (206) 262 
6-Hydroxydopamine, (198) 99 
Hydroxyeicosatetraenoic acid, (204) 293 
4-[N-Q?-Hydroxyethyl)-N-methylamino]benzaldehyde, (200) 287 
Hydroxyl radical, (199) 92; (201) 29 1 
Hydroxyl radical scavenger, (199) 92 
Hydroxylamine, (202) 127 
Hydroxylamine ffect, (203) 210 
3-Hydroxy-3-methylglutaryl-CoA lyase., (203) 49 
Hydroxymethylglutaryl-CoA reductase, (197) 183; (201) 183 
Hydroxypyridine, (206) 249 
Hypert’ine coupling, (203) 36 
Hyperline coupling constant, (197) 28 1 
Hyperfme shift, (194) 73 
Hyperoxaluria, (201) 20 
Hyperpolarization, (203) 18 1 
Hypertrophic hondrocyte, (206) 267 
Hypothalamus, (196) 14 
Hystricomorph, (203) 25 
Icosapentaenoic acid, (198) 5 1 
Iduronic acid, (195) 77 
IgVu primordial block, (194) 263 
Imidazole derivative, (197) 35 
Imidodiphosphate, (206) 121 
Immobilization, (202) 86; (204) 117 
Immobilized enzyme, (195) 101; (200) 322 
Immobilized lectin, (197) 335 
Immune complex, (201) 287 
Immunoaffinity chromatography, (194) 33 
Immunoblotting, (195) 225; (197) 173; (198) 135; (206) 135 
Immunochemistry, (201) 163 
Immunoelectron microscopy, (197) 192 
Immunofluoresccnce, (200) 32 
Immunogenic region, (1%) 237 
Immunoglobulin, (207) 276 
Immunoglobulin gene, (204) 5 
Immunological crossreactivity, (199) 227 
Immunological relationship, (199) 227 
Immunological screening, (198) 16 
Immunomodulation, (205) 35 1 
Immunoprecipitation, (205) 104 
Immunoreactivity, (206) 313 
Inborn error, (203) 49 
p-1-Indazole-L-alanine, (196) 357 
Indole-3-acetamide, (198) 357 
Indole-3-acetic acid, (198) 357 
Induction kinetics, (197) 115 
Infectious bursal disease virus, (201) 143 
Inflammation, (204) 293; (207) 58 
Inhibin, (199) 242; (206) 329 
Inhibitor effect, (195) 339 
Inhibitor specificity, (203) 257 
Inhibitory coupling protein N,, (198) 43 
Inhibitory diffusible factor, (203) 175 
Inhibitory hormone, (198) 43 
Initiation, (195) 331; (205) 179 
Initiation codon, (197) 315 
Initiation complex, (202) 340 
Initiation factor, (195) 215; (202) 1; (207) 198 
53 
Initiation factor 3 recycling (195) 215 
Inorganic pyrophosphatase, (196) 337; (206) 121 
Inositide metabolism, (200) 27 
Inositol phosphate, (197) 13; (197) 285; (198) 321; (199) 107; 
(201) 9; (202) 193; (204) 23; (204) 183; (204) 352; (206) 292; 
(207) 53 
Inositol phospholipid, (195) 111; (197) 285 
Inositol polyphosphate, (195) 319 
Inositol triphosphate, (206) 299 
Inositol trisphosphate. (195) 347; (196) 155; (198) 85; (199) 208; 
(201) 31; (203) 262; (204) 189; (204) 347 
Inositoll,4,5&sphosphate, (197) 1; (202) 267; (207) 153 
myo-Inositoll,4,5&sphosphate, (207) 47 
Insect migration, (201) 129 
Insecticide, (198) 283 
Insulin, (197) 159; (200) 51; (202) 133; (202) 255; (205) 11; 
(205) 15; (205) 341; (206) 162 
Insulin action, (201) 8 1 
Insulin-cleavage site, (203) 257 
Insulin-like growth factor, (205) 15 
Insulin-likegrowth factor I, (195) 179; (196) 108; (201) 46 
Insulin-like growth factor II, (195) 179; (201) 46 
Insulin-producing cell, (202) 367 
Insulin release, (201) 173 
Insulin resistance, (195) 12 
Insulin secretion, (205) 185 
Insulin sensitivity, (194) 292; (201) 246 
Integrated biological activity, (199) 187 
Intercalator, (202) 289 
Interdomain interface, (197) 129 
Interferon, (198) 326; (205) 61 
Interferon-y, (199) 187 
Interferon inducer, (200) 37 
Interferon induction, (196) 113 
Interleukin, (206) 199 
Interleukin-1, (198) 208; (203) 279 
Interleukin-2, (198) 33; (199) 187 
Intermediate filament, (201) 114 
Internal motion, (197) 234 
Internal peptide chain cleavage, (194) 333 
Interstitial retinol-binding protein, (205) 309 
Intracellular degradation, (206) 339 
Intracellular dialysis, (205) 261 
Intron, (198) I1 
Invertase, (203) 64 
Iodination, (207) 302 
Ion channel, (198) 130; (204) 228; (205) 137 
Ion flux, (203) 267 
Ion influx, (201) 173 
Ion transport, (200) 58; (200) 177 
Ionic strength, (200) 63 
Ionomycin, (201) 301 
Ionophore A23187, (199) 130 
Iron, (199) 85; (200) 283; (204) 208 
Iron detection, (195) 65 
Iron-quinone, (195) 290 
Iron protein, (206) 4 
Iron-sulfur center, (203) 3 1 
Iron-sulfur cluster, (194) 322; (201) 158; (203) 59 
Iron-sulfur protein, (195) 87; (202) 274 
Iron uptake, (205) 147 
IS1 element, (195) 61 
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Ligand blotting, (199) 265; (200) 97 
Light-activated enzyme, (202) 19 
Light harvesting, (202) 175; (205) 155 
Light-harvesting complex, (199) 227; (200) 144; (203) 295 
Light induction, (196) 171; (204) 279 
Light scattering, (197) 217; (200) 322; (207) 173 
Lignin degradation, (195) 242; (203) 235 
Lignin peroxidase, (205) 287; (205) 293 
/I-O-4 Lignin substructure, (205) 287; (205) 293 
Ligninase, (195) 242 
Lignoceric acid, (196) 247 
Lignoceroyl-CoA, (196) 247 
Lignoceroyl-CoA ligase, (196) 247 
Limited proteolysis, (200) 63 
Limiting anisotropy, (206) 1 
Linear dichroism, (197) 267; (199) 234 
Link protein, (206) 73 
Linker histone, (194) 267 
Lipid, (198) 361; (203) 95 
Lipid kinase, (201) 282 
Lipid order, (198) 301 
Lipid peroxidation, (196) 353; (197) 249; (198) 80; (198) 229; 
(198) 301; (199) 85; (199) 203; (201) 291; (203) 207; (205) 246 
Lipid phosphorylation, (202) 69 
Lipid-protein bonding, (201) 1 
Lipid transfer protein, (194) 21 
Lipid transport, (195) 122 
a-Lipoamide dehydrogenase, (195) 92 
Lipocortin, (203) 99 
Lipogenesis, (195) 12; (200) 173 
Lipophorin, (195) 122 
Lipoprotein, (195) 122; (201) 163 
Lipoprotein receptor, (200) 97 
Lipoprotein secretion, (204) 243 
Liposomal stability, (196) 54 
Liposome, (196) 54; (201) 277; (201) 321; (202) 86; (205) 351 
Liposome targeting, (202) 86 
Lipoxygenase, (197) 35; (198) 109; (201) 87; (202) 202; (203) 247; 
(204) 293 
Lipoxygenase interaction product, (207) 127 
Liver glycogen, (194) 6 
Liver pathology, (201) 20 
Liver regeneration, (205) 61 
L7/Ll2 stalk, (197) 79 
Localized chemiosmotic oupling, (204) 17 
Localized proton, (198) 263 
Lock-and-key mechanism, (204) 33 
Long-chain fatty acid oxidation, (201) 271 
Low-M, activator, (201) 193 
Low temperature, (203) 220 
Luciferin analog, (197) 27 
Luminescence, (199) 75 
Lung carcinoma, (198) 7 1 
Lupus erythematosus, (201) 25 
Luteinizing hormone, (199) 242 
Lymphocyte, (196) 242; (199) 130 
Lymphocyte activation, (197) 353; (205) 113 
Lymphocyte tranformation, (204) 23 
Lysine residue, (194) 69 
Lysine sensitivity, (195) 119 
Lysis, (202) 37 
Lysosome, (201) 251; (204) 377 
54 
Islet-activating protein, (200) 333; (202) 63; (207) 28 
Isoactin, (198) 221 
Isobutylmethylxanthine, (195) 115; (205) 185 
Isocitrate dehydrogenase, (196) 211 
Isoelectric heterogeneity, (207) 292 
Isoenzyme separation, (1%) 211 
Isomyosin, (200) 352 
Isoprenaline, (204) 198 
Isoprenolog, (205) 25 
Isosteric peptide analog, (194) 333 
Isothermal calorimetric titration, (198) 287 
Isothiocyanate synthesis, (198) 150 
Isozyme, (202) 282 
K+ channel, (203) 181; (206) 87 
K+ conductance, (200) 203 
K+ efflux, (200) 197 
K + flux, (200) 67 
K+ release, (195) 125 
K+,Cl- transporter, (200) 197 
Keratin polypeptide, (201) 114 
Keratohylin granule, (194) 309 
Ketoacidosis, (196) 59 
Ketogenesis, (201) 271 
Ketone body utilization, (205) 215 
Kidney glycogen, (194) 6 
Killer toxin, (195) 253; (197) 50 
c-Kinase, (201) 271 
Kinetic amplitude spectrum, (200) 226 
Kinetics, (194) 16; (196) 215; (202) 224; (207) 89 
T-Kininogen, (207) 58 
La3 + , (200) 309 
Lac 53-57, (195) 48 
a-Lactalbumin, (198) 287 
p-Lactamase, (207) 69 
Lactate, (194) 219; (197) 159 
Lactate dehydrogenase, (199) 237 
Lactation, (194) 292 
Lactosamination, (203) 203 
Lactotetraose series, (201) 109 
Laminin, (195) 82 
Laminin receptor, (195) 82 
Lanthanide, (205) 132 
Lanthanide binding, (199) 279 
Large ribosomal subunit, (197) 74; (197) 79 
Laser-photoaffinity labeling, (202) 23 
Latency, (206) 83 
LDL, (195) 135; (196) 242; (198) 229; (202) 54; (207) 133 
LDL receptor, (196) 87 
Leader sequence, (199) 39; (203) 185 
Lectin, (195) 231; (199) 130; (201) 37; (205) 51; (206) 353 
Left-handed helix, (196) 175 
Legume storage protein, (195) 235 
Legumin, (201) 74 
Leukocyte, (207) 127 
Leukotriene, (204) 293 
Leukotriene B4, (201) 15 
Leukotriene B4 receptor, (206) 279 
LH, (203) 116 
LHRH, (203) 116 
Li+, (195) 319 
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Lysyl oxidase, (195) 261 
Lysylendopeptidase, (203) 111 
&,2 intermediate, (202) 356 
az-Macroglobulin, (205) 20; (205) 87 
Macrophage, (197) 21; (197) 27; (200) 283; (201) 15; (201) 37; 
(205) 347; (205) 351; (206) 218; (207) 271 
Macrophage activation, (200) 37; (200) 283 
Magnesium binding, (ZOO) 226 
Maitotoxin~ (197) 349 
Malaria, (195) 65; (197) 5; (202) 217 
Malic enzyme, (202) 102 
Malignancy, (203) 164 
Malignant transformation, (196) 87 
Malonyl-CoA, (198) 47 
Mammalian biosynthesis, (206) 125 
Manganese.,(l95) 151;(195)313;(200)231;(202)235;(207)250 
Manganese binding, (201) 221 
Manganese-binding site, (197) 63 
Mannose oligo~~h~de, (196) 344 
Mannosidosis, (195) I; (195) 247 
Mass spectrometry, (195) 285; (196) 259; (200)42 
Mastoparan, (199) 28 
Mating pheromone, (203) 285 
Maturation protein, (197) 315 
MCD, (197) 253 
Measles virus, (202) 153 
Medullary thyroid carcinoma, (198) 71 
Melatonin, (197) 9 
Melittin, (201) 205 
Membrane anchoring, (199) 182 
Membrane asymmetry, (197) 321 
Membrane binding, (195) 357; (197) 199; (203) 99 
Membmne-bond enzyme, (200) 63 
Membrane effect, (204) 12 1 
Membrane enzyme, (199) 121 
Membrane fluidity, (196) 255; (201) 119; (207) 173 
Membrane fragment, (196) 164 
Membrane fusion, (197) 274; (199) I; (206) 115 
Membrane-ion interaction, (199) 33 
Membrane mobility agent, (206) 115 
Membrane particle, (1%) 233 
Membrane peptidase, (205) 323 
Membrane ~~eability, (194) 183; (194) 347; (204) 213 
Membrane phaspholipid, (195) 323 
Membrane potential, (196) 337; (202) 224; (202) 367; (203) 181; 
(205) 11 
Membrane protein, (197) 199; (198) 235; (198) 279; (198) 361; 
(200) 8 1; (200) 23 1; (200) 259; (203) 95; (203) 230; (204) 9; 
(205) 29; (206) f57 
Membrane protein crystallization, (197) 267 
Membrane-protein i teraction, (200) 32 
Membrane proteolysis, (206) 11.5 
Membrane skeleton, (197) 234 
Membrane stacking, (202) 175 
Membrane topography, (196) 233 
Membrane transport, (200) 128; (205) 282 
Mesenteri~~ptida~, (196) 228 
Mets-enkepha~in, (198) 245 
Metabolic organization, (201) 267 
Metabolic regulation, (203) 197 
Metabolism, (203) 49; (204) 373; (205) 215 
55 
Metal ion bridge, (202) 345 
Metal-ion cofactor, (206) 121 
Metal ion substitution, (196) 160 
Metalloprotein, (195) 327 
Metallothionein, (197) 258 
Metastasis, (196) 325 
Methane monooxygenase, (203) 127 
Methanogen, (199) 12; (200) 177; (207) 262 
Methanogenesis, (198) 279 
Methemoglobin, (196) 353 
psS]Me~o~ne labeling, (204) 233 
3-O-Methyl glucose, (194) 39 
Methyl oxalate, (205) 287; (205) 293 
Methyl resonance, (194) 73 
Methyl~ne dehydrogenase, (207) 239 
~Me~yla~no~anine, (204) 61 
Methylation, (201) 315; (207) 75 
N-Methylglucosamine, (194) 6 
3-0-Methylglucose, (195) 303 
3-0-Methyl-D-~uco~, (198) 292 
7-Methylguanosine S-monophosphate, (195) 57 
Methylimidaaole, (197) 253 
Methyhnalonyl-CoA decarboxylase, (195) 280 
Methylotrophic bacteria, (207) 239 
N-Me~yi~~~a~ne, (206) 83 
N_Methyl4phenylpyridine, (198) 99 
I-Methyl-4-phenyl-1,2,3,6_tetrahydropyridine, (199) 100 
NetLeuPhe, (201) 137 
Mevalonate, (197) 183 
~~+,(2~)51 
Mg2+ influx, (197) 297 
Michaelisconstant, (194) 171 
Microbody, (199) 237; (205) 337 
Micrococcal nuclease, (197) 179; (199) 89 
Microelectrode, (202) 367 
Microfdament, (200) 32; (207) 47 
Microheterogeneity. (204) 203 
Microinjection, (198) 326 
Micro~quencing, (198) 150; (204) 203 
Microsomal fraction, (199) 203; (205) 246 
Microsomal membrane, (202) 32 
Microsomal subfractionation, (197) 335 
Microsome, (198) 194; (198) 301; (199) 85; (202) 267 
Mi~os~trophotome~y, (199) I79 
Microtubule, (194) 78; (204) 111; (205) 230 
Microtubule-associated protein, (195) 68; (203) 301; (204) 11 I
Microvesicular secretion, (203) 1 
Microvillus, (205) 323 
Miniplas~nogen, (197) 59 
Misreading, (196) 103 
Mitochondria, (194) 131; (194) 171; (196) 65; (196) 331; (198) 1; 
(198)29;(198)99;(198) 103;(198) 109;(198) 135;(198)251; 
(198) 333; (198) 353; (199) 155; (201) 198; (201) 267; 
(202) 303; (202) 314; (203) 144; (204) 17; (205) 282; (206) 1; 
(207) 18; (207) 63 
Mitochondrial ATPase complex, (207) 79 
Mitochondrial outer membrane, (197) 199 
Mitochondrial protein, (200) 161 
Mit~hond~~ protein import, (197) 199 
Mitogenesis, (199) 130; (206) 53 
Mitoxanthrone, (202) 289 
Mnemonic enzyme, (196) 1 
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N-terminal sequence, (203) 230; (205) 309 
N-terminal sequence analysis, (202) 49 
Naf, (204) 261 
Na+ channel, (199) 107 
Na+ flux, (205) 265 
Na+ inthtx, (200) 63 
Na+ pump, (195) 280; (200) 177; (202) 327; (207) 262 
Na+ symport, (194) 183 
Na+/Ca*+ exchange, (195) 23 
NAD + , (204) 266 
NADase, (205) 66 
NADH dehydrogenase, (198) 135 
NADH:quinone reductase., (202) 327 
NADPH, (199) 203; (205) 246 
NADPH-cytochrome c reductase, (202) 102 
NADPH ox&se, (199) 159; (205) 161 
NADPH oxidation, (194) 317 
NADP+/NADPH, (202) 102 
Na+/H+ antiport, (196) 163; (204) 251 
Na+/H+ antiporter, (200) 265 
Na+/H+ exchange, (202) 141 
Na+/K+ pump, (200) 67 
Natriuresis, (206) 313 
NC1 domain, (194) 91 
Negative modulation, (202) 277 
Neighboring subunit, (201) 63 
Neomycin, (197) 285; (207) 53 
Neoplastic transformation, (196) 296 
Nephrolithiasis, (195) 101 
Neplanocin, (204) 243 
Nerve growth factor, (196) 131; (198) 315; (203) 82 
Netropsin, (195) 203 
Network formation, (195) 68 
Neurofilament, (195) 68 
Neurohypophysial glycopeptide, (197) 169 
Neurokinin A, (200) 111 
Neuron, (205) 261 
Neuropeptide, (197) 164, (200) 1; (201) 46 
Neurotensin, (202) 187 
Neurotensin receptor, (201) 31 
Neurotoxin, (199) 100 
Neurotransmitter t ansport, (199) 95 
Neutrophil, (200) 91; (201) 137; (202) 79; (205) 161; (206) 20 
Neutrophil activation, (204) 47 
Neutrophil membrane, (202) 41 
Nicotine, (205) 265 
Nicotinic acetylcholine receptor, (200) 279 
Nicotinic acid, (202) 260 
Nicotinic receptor, (199) 113; (205) 265 
Nitric oxide, (205) 333 
Nitrite reductase, (203) 13 1 
Nitrogen fixation, (200) 186; (201) 187 
Nitrogenase, (206) 4 
NMR, (197) 234; (201) 205; (202) 122; (202) 337; (203) 164, 
(205) 77; (206) 15 
2D NMR, (203) 49; (205) 71 
2D NMR spectroscopy, (204) 257 
fluorine NMR, (196) 7 1 
‘T-NMR, (194) 73; (204) 29; (204) 257 
“Td-NMR, (199) 28 
‘H-NMR, (194) 73; (203) 49; (205) 223; (206) 343 
*H-NMR, (199) 33 
Model matrix, (197) 249 
Model membrane, (200) 58 
Modification, (200) 97 
Modulator protein, (207) 167 
Molecular dimension, (200) 76 
Molecular evolution, (194) 338; (204) 147; (204) 273 
Molecular form, (201) 327 
Molecular model, (198) 213 
Molecular replacement, (205) 82 
Moloney leukemia virus, (206) 59 
Molten globule state, (198) 287 
Mono-ADP-ribose transfer, (195) 331 
Monoamine oxidase, (199) 100 
Monocarboxylate carrier, (196) 331 
Monoclonal anti-apoB antibody, (202) 54 
Monoclonal anti-HBSAg IgG,, (196) 54 
Monoclonal antibody, (195) 174; (195) 253; (196) 91; (197) 41; 
(198) 155; (199) 173; (200) 327; (201) 25; (201) 168; (202) 27; 
(203) 295; (204) 47; (207) 100 
Monocyte, (205) 113; (206) 218 
Monomer, (204) 269 
Monosialoganglioside, (201) 109 
Monoterpene, (204) 117 
Morphine, (206) 125 
Mouse, (206) 29 
M,, (194) 282 
M, determination, (194) 273 
Mucin, (200) 42 
Mucous secretion, (199) 43 
Miillerian inhibiting substance, (195) 73 
Multi-gene family, (207) 105 
Multidrug resistance, (195) 275 
Multienzyme cluster, (201) 267 
Multiheme cytochrome c, (205) 41 
Multiple sclerosis, (207) 266 
Muramyl dipeptide, (200) 37 
Murine senile amyloid protein, (203) 149; (207) 23 
Muscat-uric M2-receptor, (204) 352 
Muscarinic receptor, (198) 321; (201) 9; (206) 83 
Muscarinic response, (199) 208 
Muscle contraction, (200) 27; (203) 20; (204) 169; (207) 153 
Muscle relaxation, (206) 313 
Muscular dystrophy, (199) 193 
Mutagenesis, (200) 186; (204) 89 
Mycobacteria, (195) 194 
Mycolic acid, (203) 239 
Myelin, (194) 297; (197) 221; (198) 235 
Myelin basic protein, (194) 297; (207) 266 
Myeloperoxidase, (202) 245 
Myoblast fusion, (199) 1 
Myocyte, (197) 349 
Myofibrillar structure, (197) 328 
Myoglobin, (206) 343 
Myopathy bioassay, (205) 117 
Myosin, (200) 355; (202) 41; (206) 273; (207) 177 
Myosin hinge region, (197) 328 
Myosin light chain kinase, (200) 352 
Myosin-linked control, (203) 20 
Myosin-linked regulation, (197) 154 
Myosin phosphorylation, (204) 169; (206) 299 
Myosin self-assembly, (200) 355 
Myosin subfragment- 1, (200) 221 
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=P-NMR, (198) 159; (200) 128; (204) 373; (206) 257 
ZD-NOESY, (205) 223 
3’-Noncoding region, (194) 161 
Noncompetitive antagonist, (205) 137 
Nonenzymatic protein phosphorylation, (194) 305 
Nonheme iron protein, (195) 87 
Nonhomologous connective strand, (207) 287 
Nonhyperbolic kinetics, (194) 1 
Nonleguminous plant, (195) 231 
Noradrenaline, (206) 292 
Noradrenergic nerve terminal, (202) 37 
Norepinephrine, (198) 38 
Northern blot, (205) 56 
Northern blot analysis, (202) 145 
Northern blotting, (206) 147 
Nuclear-encoded subunit, (203) 144 
Nuclear matrix, (204) 5 
Nuclear Overhauser effect, (198) 245 
Nuclear protein, (194) 101; (197) 41; (199) 164 
Nuclear protein synthesis, (204) 233 
Nuclear scaffold, (204) 5 
Nuclease S,, (207) 227 
Nucleation. (205) 230 
Nucleic acid, (198) 92 
Nucleic acid sequence database, (205) 299 
Nucleoside-diphosphate kinase, (196) 145; (202) 345; (206) 287 
Nucleosome, ( 194) 69; (199) 89 
Nucleotidase, (204) 125 
5’-Nucleotidase, (195) 82 
Nucleotide, (197) 187; (207) 89 
Nucleotide analog, (207) 205 
Nucleotide-binding protein, (200) 156; (204) 3 13 
Nucleotide-binding site, (202) 277; (204) 297 
Nucleotidesequence,(KU) 131;(194) 161;(195)97;(195)220; 
(196)315;(197)305;(197)311;(198)92;(200)317;(201) 143; 
(202) 97; (203) 7; (203) 82; (203) 111; (204) 273; (204) 288; 
(206) 347; (207) 69 
Nucleotide-sequence homolog, (195) 194 
Nucleotide specificity, (199) 57 
Nucleus, (203) 197 
IsO, (195) 285 
Octyl-Sepharose, (206) 304 
Oleic acid, (206) 1 
2’,5’-Oligoadenylate, (205) 61 
Oligodendrocyte, (198) 235 
Oligomannose glycan, (203) 64 
Oligomer, (20 1) 3 11 
Oligomerixation, (204) 51 
Oligomycin, (195) 159; (202) 23; (207) 79 
Oligonucleotide derivative, (202) 340 
Oligonucleotide probe, (194) 327 
Oligonucleotide structure, (205) 223 
Oligonucleotide synthesis, (205) 299 
Oligonucleotides solution structure, (205) 71 
Oligosaccharide, (195) 1; (195) 247 
Omadine, (204) 208 
Oncogene, ( 196) 305; (198) 344 
Oncogene product, (198) 164 
c-myc Oncogene, (196) 296 
Ha-rasl Oncogene, (203) 169 
Ontogeny, (195) 272 
57 
Oocyte, (197) 99; (199) 208 
Opal suppressor, (207) 162 
Opioid activity, (196) 223 
Organelle biogenesis, (203) 144 
Organic buffer, (199) 92 
Organic solvent, (203) 41 
Orientation, (195) 164; (203) 36 
Omithine aminotransferase, (199) 39 
Omithine decarboxylase, (196) 309; (199) 49; (201) 105; 
(202) 323; (205) 175; (206) 106 
Osmotic pressure, (199) 1 
Osteoblast, (203) 279 
Osteogenesis imperfecta, (198) 213 
Ouabain,(200) 67 
Ovalbumin, (203) 64, (203) 243 
Ovine placental lactogen, (199) 259; (201) 168 
Oxalate oxidase, (195) 10 1 
Oxidation, (204) 17 
Oxidation mechanism, (199) 100 
P-Oxidation, (196) 247 
Oxidative phosphorylation, (199) 12; (202) 3 14 
2,3-Oxidosqualene cyclase., (204) 239 
2-Oxo-acid dehydrogenase complex; (206) 193 
2-Oxoglutarate carrier, (1%) 331 
2-Oxoglutarate decarboxylase, (195) 43 
Oxygen, (200) 7 1 
Oxygen binding, (199) 254 
Oxygen consumption, (202) 79 
Oxygenevolution,(195) lsO;(195) 151;(195) 155;(195)285; 
(197) 63; (197) 244; (199) 75; (200) 231; (201) 221; (203) 215; 
(205) 269; (206) 243 
Oxygen-evolving complex, (195) 3 13 
Oxygen-evolving particle, (205) 150 
Oxygen radical, (207) 23 1 
Oxygenation, (203) 247 
Oxyhemoglobin, (196) 353; (199) 254 
Oxyntomodulin, (200) 181 
Oxytocin, (204) 37 
Oxytocin receptor, (201) 9 
P515, (202) 361 
P680, (203) 2 15 
WOO, (201) 151 
Packing, (203) 139 
Palytoxin, (195) 125 
Papain, (205) 20 
Paramagnetic coupling, (202) 235 
Parasitoid, (195) 122 
Parathyroid hormone, (194) 2 15; (205) 132 
Parietal cell, (207) 47 
Parkinson’s disease, (198) 99 
Partial hepatectomy, (205) 61 
Partial purification, (199) 265 
Partially liganded hemoglobin, (206) 253 
Parvalbmnin, (201) 51 
Passive ion flux, (204) 12 1 
Patatin, (198) 16 
Patch clamp, (204) 228; (206) 87 
Pattern recognition, (205) 299 
Peanut agglutinin, (194) 28 
Peptidase, (197) 164; (200) 343 
Peptide aldehyde, (195) 265 
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(202) 69 
Phosphatidylinositol bisphosphate, (198) 85 
Phosphatidylinositol kinase, (195) 111 
Phosphatidylinositol phosphorylation, (201) 282 
Phosphatidylinositol specificity, (201) 5 
Phosphatidylinositol turnover, (201) 31 
PhosphatidylinositoWphosphate kinase, (207) 253 
Phosphatidylserine, (199) 33; (201) 277; (204) 243 
Phosphoamino acid, (196) 274 
Phosphodiesterase, (207) 35 
Phosphoenolpyruvate carboxykinase, (206) 229 
Phosphoenolpyruvate carboxylase, (205) 32 
Phosphoenxyme formation, (206) 287 
Phosphofructokinase, (200) 169; (201) 262 
6-Phosphofructokinase, (201) 129 
Phosphoglycerate kinase, (196) 361; (204) 313 
Phosphoinositide, (195) 347; (201) 282; (202) 193; (204) 23 
Phosphoinositide cycle, (197) 344 
Phosphoinositide metabolism, (1%) 279 
Phospholipase, (194) 21; (201) 215; (203) 95 
Phospholipase A*, (196) 349; (200) 165; (202) 45; (203) 99 
Phospholipase C, (196) 155; (198) 85; (199) 182; (201) 5; (201) 9; 
(203) 69; (203) 116; (204) 23; (204) 183; (205) 261; (207) 53; 
(207) 253 
Phospholipid, (195) 352; (197) 321; (198) 51; (199) 203; (200) 343; 
(202) 193; (202) 217; (205) 246 
Phospholipid asymmetry, (201) 215 
Phospholipid distribution, (194) 2 1; (20 1) 2 15 
Phospholipid membrane, (201) 205; (203) 153 
Phospholipid methyltransferase, (196) 274 
Phospholipid/cholesterol dispersion, (204) 38 1 
Phosphopeptide, (204) 61 
Phosphoprotein, (207) 162 
9 kDa Phosphoprotein, (202) 175 
Phosphoribulokinase, (202) 19 
Phosphorylase, (202) 282 
Phosphorylase a, (197) 139 
Phosphorylase phosphatase, (202) 49 
Phosphorylatable site, (195) 97 
Phosphorylation, (194) 39; (197) 183; (197) 353; (198) 251; 
(198) 292; (201) 94; (201) 257; (204) 17; (206) 335; (207) 35 
Phosphorylation site, (197) 41 
Phosphoserine, (207) 162 
Phosphoserine derivatization, (204) 61 
Photoactivation, (200) 231 
Photoaffinity labeling, (194) 305; (200) 156; (202) 91; (205) 137; 
(207) 89; (207) 244 
Photochemical crosslinking, (206) 130 
Photocycle, (196) 198 
Photodynamic therapy, (207) 133 
Photoelectric signal, (195) 164 
Photofrin II, (207) 133 
Photoinhibition, (194) 43; (200) 298 
Photolabeling, (194) 301 
Photon counting, (198) 256 
160 nm Photon, (206) 151 
Photoperiod, (204) 117 
Photophosphorylation, (196) 337 
Photoreceptor, (198) 5; (200) 275; (203) 73; (207) 35; (207) 187 
Photorespiration, (207) 18 
Photosynthesis, (194) 205; (195) 151; (195) 155; (195) 285; 
(195) 290; (197) 63; (197) 281; (198) 256; (198) 263; (199) 227; 
Peptide-calmodulin teraction, (199) 28 
Peptide extraction, (205) 210 
Peptide initiation, (200) 271 
Peptide-ion complex, (200) 58 
Peptide ionophore, (200) 58 
Peptide mapping, (194) 69; (196) 219; (204) 141; (205) 200; 
(206) 135; (206) 353 
Peptide metabolism, (197) 164 
Peptide receptor, (197) 21 
Peptide secretion, (195) 122 
Peptide sequence, (202) 9 1 
Peptide stability, (205) 347 
Peptide synthesis, (206) 203; (206) 313 
Peptide:N-glycosidase F, (207) 213 
Peptidyltransferase, (204) 129 
Percoll, (197) 21 
Pericardial fluid, (203) 273 
Pericardium, (203) 273 
Periplasmic protein, (196) 9 
Peroxidase, (203) 235 
Peroxisomal disorder, (201) 20 
Peroxisome, (196) 247; (205) 337 
Pertussis toxin, (194) 301; (195) 225; (196) 279; (198) 38; 
(198) 295; (199) 103; (201) 15; (203) 87; (204) 336; (204) 341; 
(204) 347 
Pesticide design, (203) 3 
pH, (196) 167 
pH effect, (195) 313 
pH regulation, (202) 79 
intracellular pH, (200) 203 
Phage MS2, (197) 315 
Phagocyte, (201) 287 
Phagocyte metabolism, (199) 159 
Phenobarbital, (199) 19; (202) 102 
Phenobarbital stimulation, (199) 164 
Phenolic antioxidant, (203) 121 
Phenolic steroid, (207) 193 
Phenotypic modulation, (207) 139 
Phenylalanine hydroxylase, (206) 43 
Phenylalkylamine, (197) 204 
N-Phenylcarbamate, (201) 119 
o-Phenylenedimaleimide, (196) 284 
Phenylephrine, (204) 198 
Pheophytin, (201) 15 1 
a” Pheromone, (203) 285 
Pho regulon, (I 96) 9 
Phorbol ester, (194) 215; (195) 129; (195) 135; (195) 352; 
(196) 131; (196) 163; (197) 149; (197) 339; (198) 43; (198) 295; 
(199) 53; (199) 213;(200) 337; (201) 1; (201) 137; (201) 225; 
(202) 79; (202) 277; (203) 116; (203) 262; (204) 341; (205) 251; 
(205) 261; (206) 99; (206) 273; (206) 309 
Phorbol myristate acetate, (201) 287 
Phosphate binding, (198) 113 
S-Phosphate ffect, (198) 240 
Phosphatidate, (201) 137 
L-a-Phosphatidate phosphohydrolase, (202) 133; (207) 42 
Phosphatidic acid, (195) Ill; (206) 299 
Phosphatidylcholine, (203) 91 
Phosphatidylethanolamine, (202) 86 
Phosphatidylethanolamine m thylation, (204) 243 
Phosphatidylglycerol, (195) 323 
Phosphatidylinositol, (196) 131; (196) 163; (199) 107; (201) 15; 
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(200) 139; (200) 144; (200) 231; (200) 237; (200) 298; 
(201) 151; (202) 235; (203) 220; (203) 230; (203) 289; (205) 32; 
(205) 82; (205) 155; (207) 250 
Photosynthetic apparatus, (196) 233 
Photosynthetic mutant, (203) 3 1 
Photosynthetic unit, (200) 144, (202) 175 
Photosystem I, (198) 256; (199) 23; (201) 151; (203) 220; 
(203) 225; (203) 295 
Photosystem II, (194) 43; (195) 140; (195) 151; (195) 155; 
(195) 285; (195) 290; (195) 313; (196) 203; (197) 2a4, 
(197) 263; (198) 256; (198) 263; (200) 139; (200) 231; 
(201) 221; (202) 235; (203) 230; (203) 295; (204) 67; (204) 357; 
(204) 363; (205) 150; (205) 269; (205) 275; (206) 9; (206) 243; 
(207) 234 
Photosystem II membrane, (203) 215 
Photosystem II membrane fragment, (203) 210 
Photosystem II particle, (195) 140 
Phylloquinone, (199) 23 
Phylogenesis, (200) 193 
Physostigmine, (201) 190 
Phytochelatin, (197) I 15 
Phytochrome, (195) 174; (196) 171 
Phytohemagglutinin, (195) 357 
Pirenzepine, (204) 352 
Pituitary cell culture, (199) 242 
Placental membrane, (201) 81; (207) 253 
Planar bilayer, (197) 211 
Plant growth regulator-monoclonal ntibody, (202) 27 
Plant membrane, (201) 282 
Plant toxin, (200) 103 
Plasma membrane, (195) 145; (196) 349; (197) 335; (199) 265; 
(200) 97; (201) 282; (204) 57; (204) 251; (205) 25; (206) 218; 
(206) 223 
Plasmid pBR322, (204) 269; (206) 151 
Plasmin, (197) 59 
Plasmin fragment, (197) 59 
Plasminogen, (197) 59 
Plasminogen activator, (194) 96; (196) 269 
Plasminogen synthesis, (204) 193 
Plastocyanin, (197) 301 
Plastoquinone, (195) 290; (205) 275 
Plastoquinone-9, (196) 203 
Platelet,(195) 115;(199)269;(200)97;(201)301;(207) 173 
Platelet-activating factor, (197) 13; (198) 311; (201) 301; 
(207) 173 
Platelet aggregation, (196) 139; (207) 53 
Platelet-derived growth factor, (198) 344 
Platelet function, (205) 66 
Platelet-poor plasma, (195) 309 
Platelet release reaction, (207) 53 
Platelet stimulation, (202) 117 
Point mutation, (202) 337 
Polarized Fourier transform infrared spectroscopy, (202) 356 
2D Polyacrylamide gel electrophoresis, (203) 104 
Poly (ADP-ribose) synthetase, (206) 151 
Poly(ADP-ribose) polymerase, (195) 331 
Poly(ADP-ribose)transferase, (204) 266 
Polyamine, (196) 325; (200) I17; (205) 175; (206) 106; (207) 42 
Polyamine xcretion, (194) 60 
Polyamine synthesis, (194) 60 
Polybrene, (197) 139 
Polycation-stimulated protein phosphatase, (207) 167 
59 
Poly(dA) . poly(dT), (195) 53 
Poly(dGdC), (203) 54 
Poly(dIdC)poly(dl-dC), (207) 75 
Poly(L-lysine), (203) 203 
Polymerization, (197) 31; (198) 221; (198) 307 
Polymorphism, (204) 77; (199) 33 
Polymorphonuclear leukocyte, (195) 303; (201) 277 
Polynucleotide, (207) 187 
Polypeptide, (197) 244 
Polypeptide longation, (207) 121 
Polypeptide inhibitor, (197) 105 
Polypeptide synthesis, (205) 235 
33 kDa Polypeptide, (201) 221 
Polyphosphoinositide, (195) 115; (197) 349; (201) 282; (206) 299 
Poly(U)-Sepharose translation system, (196) 103 
Pore, (205) 17 1 
Porin, (197) 211; (205) 29 
Porphyria, (197) 17 
Porphyrin, (207) 133 
Positive RNA virus, (194) 253 
Posttranscriptional regulation, (204) 279 
Posttranslational modification, (200) 1; (201) 210 
Posttranslational processing, (196) 151; (202) 251 
Potassium ferricyanide ffect, (203) 2 10 
Potentiometry, (199) 254 
Poxvirus, (207) 115 
Precursor processing, (201) 25 1 
Preprorenin, (207) 100 
Presequence, (203) 144 
Pretranslocational complex, (202) 340 
Primary acceptor, (196) 203 
Primaryprocess,(194)205;(197)281;(198)268;(198)273 
Primarystructure,(196)29;(196)315;(198)283;(199)39; 
(200) 81; (201) 143; (201) 237; (202) 187; (203) 149; (207) 23 
Processing, (200) 314 
Processing enzyme, (197) 169 
Proenkephalin, (197) 173 
Progesterone, (196) 309 
Progesterone secretion, (204) 37 
Progesterone synthesis, (204) 38 I
Prohormonepackaging, (197) 173 
Prohormone processing, (195) 258 
Prolactin, (203) 77; (204) 37 
Proliferating cell, (194) 101 
Proliferation, (206) 283 
Proline-glutamine substitution, (207) 23 
Proline isomerization, (198) 2 17; (204) 135 
Proline-rich protein, (198) 140 
Promoter, (203) 169 
Promoter recognition, (200) 291 
Proofreading, (196) 103 
2-Propanol, (202) 59 
Propeptide, (207) 145 
Propionyl-CoA carboxylase, (198) 47 
Propranolol, (199) 173 
Prorenin, (207) 100 
Prosomatostatin, (196) 14 
Prostaglandin D2, (204) 341 
Prostaglandin E, (205) 113 
Prostaglandin Ei, (195) 115 
Prosthetic group, (206) 111 
Protamine, (202) 211 
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nusA Protein, (194) 305 
OmpA Protein, (205) 241 
Qa Protein, (194) 43; (198) 56; (204) 363; (206) 9 
ras Protein, (195) 220 
RecA Protein, (196) 215 
S-Protein, (194) 338; (199) 249 
S6 Protein, (206) 162 
S-100 Protein, (202) 97 
TraT Protein, (205) 241 
UvrC Protein, (198) 61 
Proteinase, (195) 265 
Proteinase inhibitor, (199) 43 
Proteinase K, (197) 105; (197) 111; (199) 139 
a,-Proteinase, (204) 83 
Proteoglycan, (195) 209 
Proteoglycan monomer, (206) 73 
Proteolipid, (195) 159; (197) 221; (198) 235; (202) 23; (202) 122; 
(203) 164 
Proteolipid protein, (207) 266 
Proteoliposome, (194) 115; (195) 280; (202) 229 
Proteolysis, (196) 49; (196) 126; (196) 215; (196) 263; (197) 258; 
(202) 298; (204) 223; (205) 20; (206) 193; (206) 339 
Proteolytic ontrol, (200) 259 
Proteolytic peptide, (194) 297 
Proteolyticprocessing, (194) 33; (198) 71; (207) 1 
Prothylakoid membrane, (201) 215 
abProtomer, (205) 205 
Proton electrochemical difference, (202) 3 14 
Proton gradient, (205) 109 
Proton pump, (194) 1; (195) 164; (196) 337; (198) 125; (198) 263; 
(202) 229 
Proton translocation, (198) 353 
Proton transport, (201) 198 
Proton well, (202) 229 
Protonmotive force, (201) 57; (202) 319; (204) 17 
Protooncogene, (196) 309 
Protooncogene product 48”emyb, (205) 104 
Protooncogene product 6W, (205) 97 
Protoplast, (196) 79; (197) 50; (199) 217 
Protozoan infection, (205) 35 1 
Pseudoaxurin, (197) 30 1 
Pseudogene, (204) 307 
PT-system, (194) 12 
Pulse chase, (196) 14 
Pulsed-field gradient electrophoresis, (204) 1 
Pulsed magnetic field, (199) 275 
Purification, (202) 7; (205) 200, (207) 292 
Purine nucleotide, (198) 29 
Purinergic receptor, (204) 189 
Purple bacteria, (200) 144 
Purple bacteriorhodopsin, (200) 226 
Purple fluid, (198) 25 
Putrescine, (200) 117; (201) 105; (205) 61; (205) 175 
Pyrene, (207) 173 
N-( I-Pyrenyl)iodoacetamide, (207) 177 
Pytidine nucleotide, (206) 339 
Pyridoxal phosphate, (197) 211 
Pyrimidine-specific cleavage, (205) 210 
Pyrophosphate, (205) 230 
Pyrophosphate synthesis, (200) 133 
Pyrroloquinoline quinone, (206) 111 
Pyruvate, (199) 222; (203) 191 
Protamine-like protein, (205) 195 
Protease, (194) 110; (199) 145; (199) 193; (201) 87; (203) 257; 
(206) 339; (207) 1 
Protease inhibitor, (205) 87 
Protease treatment, (196) 233 
Protein acylation, (201) 210 
Proteinassay,(l96) 121 
Protein body, (202) 145 
Protein conformation, (206) 93 
Protein cooperativity, (202) 337 
Protein crystal structure, (203) 139 
Protein degradation, (201) 251 
Protein electroblotting, (204) 336 
Protein epitope, (197) 41 
Protein export, (196) 9; (198) 1; (204) 331 
Protein folding, (198) 217; (204) 135 
Protein glycosylation, (195) 28 
Protein interaction, (199) 169; (203) 135; (205) 241 
Protein kinase, (196) 49; (196) 126; (196) 135; (197) 139; 
(197) 143; (197) 339; (201) 97; (205) 127; (205) 189; (206) 162; 
(206) 335 
Protein kinase C, (195) 33; (195) 135; (195) 347; (195) 352; 
(195) 357; (197) 149; (198) 43; (198) 203; (199) 53; (199) 213; 
(200) 63; (200) 161; (200) 265; (200) 337; (201) 1; (201) 81; 
(201) 94; (201) 225; (202) 277; (203) 111; (203) 262; (203) 267; 
(205) 251; (206) 53; (206) 59; (206) 273; (206) 279; (206) 283; 
(206) 309, (206) 347 
Protein kinase F,, (207) 167 
Protein kinase NII, (203) 104 
Protein-lipid interaction, (196) 251; (201) 277 
Protein maturation, (197) 99 
Protein-membrane interaction, (196) 255 
Protein methylation, (198) 21 
Protein phosphatase, (194) 85; (196) 39; (197) 139; (202) 49; 
(203) 197; (203) 253; (205) 1 
Protein phosphatase-1, (198) 194 
Protein phosphorylation, (194) 85; (196) 139; (196) 274; 
(197) 149; (198) 33; (198) 194; (200) 144; (200) 161; (200) 337; 
(201) 97; (201) 137; (202) 175; (203) 197 
Protein processing, (202) 153 
Protein-protein interaction, (206) 15 
Protein purification, (204) 141; (207) 193 
Protein ~30, (204) 233 
Protein ~36, (204) 233 
Protein radiolabeling, (194) 305 
Protein-RNA interaction, (204) 89 
Protein sequencing, (204) 336 
Protein stability, (204) 135 
Protein structure, (196) 71; (200) 317; (205) 77; (205) 303; 
(207) 244 
Protein synthesis, (194) 146; (195) 185; (195) 215; (196) 9; 
(197)99;(198) 181;(200) 117;(200)271;(201)246;(202) 1; 
(205) 179; (207) 121; (207) 198 
Protein synthesis induction, (195) 169 
Protein translocation, (194) 139; (203) 243 
Protein unfolding, (198) 287 
c-myb Protein, (205) 104 
D-2 Protein, (204) 357 
33 kDa Protein, (195) 155; (197) 63 
48 kDa Protein, (207) 292 
N, Protein, (202) 63; (202) 260 
N-Protein, (205) 189 
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Pyruvate carboxylase, (203) 191 
Pyruvate kinase, (195) 97; (205) 117; (206) 229 
Pyruvate transport, (196)33 1 
~.dw 275 
Qa,GW 357 
Q cycle, (194) 176; (206) 249 
Quantum tunneling, (200) 303 
Quasi-elastic light scattering, (201) 205 
Quatemary ammonium binding site, (202) 91 
Quatemary structure, (205) 35 
Quiescent cell, (195) 309 
Quin-2, (199) 217; (203) 15; (203) 77 
Quinone, (201) 296; (203) 225 
Quinone acceptor, (202) 224 
Quinone reduction, (197) 263 
Radiation inactivation analysis, (205) 323 
Radical cation, (195) 242 
Radioimmunoassay, (196) 5; (196) 151; (201) 327; (202) 187 
Radioligand binding, (199) 125 
Rapid kinetics, (205) 41 
Rate constant, (199) 92; (200) 226 
Rate-limiting step, (194) 1 
Rb+ flux, (200) 67 
Reaction center, (194) 115; (197) 244, (197) 263; (197) 281; 
(198) 268; (198) 273; (200) 237; (201) 221; (204) 363; (205) 41; 
(205) 82; (205) 275; (206) 238 
Reaction center-B875 complex, (197) 267 
Reaction center subunit, (204) 357 
Reaction mechanism, (197) 249 
Reactive dinucleotide derivative, (194) 64 
Reactive metabolite, (203) 207 
Readthrough protein, (207) 167 
Receptor, (194) 28; (197) 9; (203) 15 
Receptor binding, (198) 80 
Receptor coupling, (206) 36 
Receptor-effector coupling, (198) 164; (207) 296 
Receptor internalization, (196) 91 
Receptor-mediated ndocytosis, (196) 242 
Receptor modulation, (207) 142 
Receptor egulation, (200) 279 
Recombinant granulocyte colony-stimulating factor, (207) 271 
Recombinant interferon, (196) 145 
Recombinant murine immune interferon, (205) 200 
Recombinant protein, (204) 141 
Reconstitution, (196) 331; (200) 23; (201) 221; (205) 29; (206) 287 
Recycling fermentor, (202) 3 19 
Redox-linked conformation, (198) 125 
Redox mediator, (195) 242 
Redox modulation, (194) 121 
Redox potential, (205) 41; (207) 239 
Redox potentiometry, (204) 247 
Redox properties, (203) 127 
Redox state, (206) 238 
Redox status, (206) 339 
Redox titration, (206) 4 
Regeneration, (204) 302 
Region specific, (207) 100 
Renal carcinoma, (196) 87 
Renaturation, (200) 149 
Renin, (207) 100 
61 
Repetitive sequence, (197) 5; (207) 227 
Replication origin, (198) 92 
LexA Repressor, (196) 215; (198) 61 
Reproductive hormone, (206) 329 
Resonance assignment, (194) 165 
Resonance Raman spectroscopy, (197) 239 
Respiration, (198) 119; (198) 251; (201) 133; (204) 198; (204) 251; 
(205) 155 
Respiratory chain, (195) 145; (198) 135; (202) 327 
Respiratory chain inhibition, (195) 295 
Respiratory regulation, (206) 257 
Resting cell, (194) 101 
Restriction endonuclease, (205) 299 
Restriction-endonuclease site, (195) 194 
Restriction map, (198) 339 
Reticulocyte, (201) 87; (203) 247 
Reticulocyte lysate, (197) 99 
Reticulocytematuration, (198) 109 
Reticulocyte stroma, (194) 50 
Retinal S-antigen, (207) 292 
Retroposon, (204) 307 
Retrovirus evolution, (199) 145 
Reverse transcriptase, (197) 84; (200) 327 
Reversible inhibition, (197) 187 
Reversible thermal transition, (197) 221 
Rheumatoid arthritis, (204) 47 
Rhodopsin, (200) 275; (203) 73; (207) 35 
Rhodopsin phosphorylation, (207) 292 
Riboflavin operon, (196) 75 
Ribonuclease, (194) 338 
Ribonuclease A, (198) 217 
Ribosomal A site, (204) 97 
Ribosomal-binding site, (197) 3 15 
Ribosomal complex, (202) 12 
Ribosomal E site, (204) 97 
Ribosomal P site, (204) 97 
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